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Cloning and expression pattern of gdflI1 cDNA in Acipenser dabryanus
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Abstract: The full — length ¢cDNA of the gdfl! ( growth differentiation factor 11) gene from Acipenser dabryanus was
cloned. The gdfll gene ¢cDNA is 1 298 bp in size and has a 1 191 bp ORF ( open reading frame) encoding a putative pro—
tein of 396 amino acid residues and 5 and 3 non — coding region were 19 bp and 88 bp respectively. By Signal P predic—
tion it was found that A. dabryanus gdf11 protein contained a 21 amino acid signal peptide. The RT - qPCR analysis
showed that gdf11 was existed in all the examined tissues and it was expressed highly in the eyes and gills. Under different
flow conditions significant differences were found in the gdfI expression level of the gills and heart the expression of
gdfl1 gene in the gill and heart of A. dabryanus in the static water group is 4. 70 times and 2. 72 times of those in the flow
enriched water group (27.0 +3.0 c¢m/s) . These implied gdfI1 might have functions in the respiratory metabolism.
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Degenerate_ forward
Degenerate_ reverse
Adgdfl] - 3RACE forward
Adgdf11 - 3RACE nested forward
Adgdf11 - SRACE reverse
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Adgdfl1 - qF
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RT - PCR
RT - PCR
Control
Control
RACE
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GCYCCNAAYATYAGCMGRGA
VAGCATGTTGATGGGNGACA
ACTGCGACGAGCACTCCCTGGA
CTGCTCCGGCCAGTGCGAGTAC
GGACAAGGGGCTCCGGTTCTGA
CTGGAGCGGAGGGGCCTTG
CTGCTTCTTCAAGTTCAACCCCAA
GAGGTCACTGCCAGGTCGTTGC
TTCACCACCACAGCCGAGAG
AGGTCCTTACGGATGTCAACG
GGTATCAACGCAGAGTACTT
ATCAACGCAGAGTACGCGGG
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N D K Q Q 1 I H G K 1 P G M v v D R C G C S
1208 TAAAAACTTACAACCCCCCTCTACACCCCACCACCACCCCCCGGTACCGTCCCGACCAAGAACGTC
-
1274 TACTACAGTATTAAATCTCAGCCTTAAAAAAAAAAAAAAAAAAAAAA

Fig. 3 Nucleotide sequence of gdf11 in A. dabryanus and its deduced amino acids sequence.
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